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Abstract Conventional treatment by surgery, radioiodine, and thyroxin-suppressive therapy often fails to cure
anaplastic thyroid cancer (ATC). Therefore several
attempts have been made to evaluate new therapy options
by use of ‘‘small molecule inhibitors’’. ATC was shown to
respond to monotherapeutic proteasome and Aurora kinase
inhibition in vitro as well as in xenotransplanted tumor
cells. Aim of this study was to evaluate the effect of
combined treatment targeting the ubiquitin–proteasome
system by bortezomib and Aurora kinases by use of
MLN8054. Three ATC cell lines (Hth74, C643, and
Kat4.1) were used. The antiproliferative effect of combined
treatment with bortezomib and MLN8054 was assessed by
MTT-assay and cell cycle analysis (FACS). Proapoptotic
effects were evaluated by measurement of Caspase-3
activity, and effects on VEGF secretion were analyzed by

Electronic supplementary material The online version of this
article (doi:10.1007/s12020-012-9665-4) contains supplementary
material, which is available to authorized users.
A. Wunderlich  S. Roth  U. Hinterseher 
D. K. Bartsch  S. Hoffmann (&)
Department of Surgery, Philipps-University of Marburg,
Baldingerstrasse, 35043 Marburg, Germany
e-mail: hoffmans@med.uni-marburg.de
A. Ramaswamy
Institute of Pathology, Philipps-University of Marburg,
Marburg, Germany
B. H. Greene
Institute of Medical Biometry and Epidemiology,
Philipps-University of Marburg, Marburg, Germany
C. Brendel
Department of Haematology and Oncology, Philipps-University
of Marburg, Marburg, Germany

ELISA. Compared to mono-application combined treatment with bortezomib and MLN8054 resulted in a further
decrease of cell density, whereas antagonizing effects were
found regarding cell cycle progression. Caspase-3 activity
was increased up to 2.7- and 14-fold by mono-application
of MLN8054 and bortezomib, respectively. When the two
drugs were used in combination, a further enhancement of
Caspase-3 activity was achieved, depending on the cell
line. VEGF secretion was decreased following bortezomib
treatment and remained unchanged by MLN8054. Only in
C643 cells, the bortezomib-induced down-regulation was
enhanced when MLN8054 was applied simultaneously. In
conclusion, our data demonstrate that targeting the proteasome and Aurora kinases simultaneously results in
additional antitumoral effects in vitro, especially regarding
cell growth and induction of apoptosis. The efficacy of this
therapeutic approach remains to be revised by in vivo and
clinical application.
Keywords Anaplastic thyroid cancer  Proteasome
inhibitors  Aurora kinase inhibitors  Xenotransplantation 
Mitotic arrest

Introduction
Anaplastic thyroid carcinoma (ATC) is a malignancy with
fatal prognosis—less than 20 % of affected patients survive
1 year from diagnosis, and median survival is only
3–8 months—and frequently resistant to conventional
treatment by surgery and radioiodine. Despite the various
attempts to improve the outcome, the clinical course of this
disease did not change within the last decades [1]. ATC is a
rare tumor that makes up less than 2 % of thyroid carcinomas (TC); however, it accounts for up to 40 % of the
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tumor-related deaths of TC. Since TC incidence has been
reported to rise in several countries [2], it is unclear, whether
the incidence of ATC that may appear de novo or from a
preexistent differentiated carcinoma will rise too accordingly. Hence patients suffering from ATC are in desperate
need for innovative and effective treatment options.
New insights in development and biological behavior of
ATC based on preclinical and clinical research focussing
on genetic alterations and dysfunction of signaling pathways offer the possibility of targeted therapies [3]. Apart
from the ‘‘classical’’ chemotherapeutics, a large number of
drugs targeting new pathways had been developed in the
last years. Some of them were shown to successfully inhibit
tumor-promoting pathways even in ATC cells in preclinical models [3, 4]. However, only few of them entered
clinical trials, generally restricted to advanced differentiated or medullary thyroid cancer. The rare phase II trials
that included ATC patients partially displayed clinical
responses, but in summarize only showed few effectivity of
monotherapy. The application of imatinib, fosbretabulin, or
combretastatin resulted in a rate of 6-month overall survival between 23 and 45 % [5–7]. Therefore, rising evidence advocates targeted combination therapy to improve
the clinical effect of innovative compounds.
Among the various new drugs proteasome and Aurora
kinases inhibitors were demonstrated to be effective in
preclinical investigations. Bortezomib, a well evaluated
inhibitor of the proteasome, displayed severe antitumoral
activity in multiple myeloma (MM) [8], but partially also
in solid tumors [9] and was therefore approved for the
treatment of MM by the US Food and Drug Administration
in 2003. So far very few data focusing the role of proteasome inhibitors in ATC are yet available and the clinical
impact remains somewhat confused. Bortezomib was
shown to reduce tumor cell proliferation and increase
apoptosis of ATC cells in vitro [10, 11] and a case report of
second-line treatment with bortezomib refers to bortezomib
induced necrosis in the relapsed tumor mass in a patient
suffering from ATC [11].
So far, three members of Aurora kinase family were
identified: Aurora A, B, and C, known to be key regulators
of mitosis. Aurora A is required for correct function of the
centrosomes, Aurora B for attachment of the mitotic
spindle to the centromere, and Aurora C, mainly detected
in germ-line cells, was suggested to be a co-factor of
Aurora B in tumor cells [15].
Inhibiting effects targeting Aurora kinases were demonstrated preclinically by in vivo siRNA experiments and
by blocking Aurora kinase activity in ATC cell lines using
VX-680 as inhibitor [13, 14]. By using MLN8054, our
group showed profound antitumor activity to ATC cells in
vitro and in vivo [15]. Aurora kinase inhibitors entered
clinical Phase I and II studies, targeting various tumor

entities—unfortunately not thyroid cancer—demonstrating
some encouraging results. Since MLN8054 and bortezomib
appear to have different antitumoral activity—MLN8054
by mainly influencing cell proliferation by reduced mitosis
and bortezomib by mainly promoting tumor apoptosis and
reducing tumor vascularity, the combination of antitumor
activity by influencing both—cell cycle and cell survival—
seemed meaningful to us. Therefore, we conducted this
study to evaluate the effect of combined anti-proteasome
and anti-Aurora kinase action on ATC.

Methods
Reagents
MLN8054 (4-[(9-chloro-7-[2,6-difluorophenyl]-5H-pyrimido[5,4-d][2]benzazepin-2-yl)amino]-benzoic acid) and
bortezomib (VelcadeÒ) were kindly provided by Millennium Pharmaceuticals (Cambridge, MA). For in vitro use
stock solutions of 10 mM MLN8054 and 2.5 mM bortezomib were prepared in dimethylsulfoxide (DMSO).
Cell lines and culture conditions
Three ATC cell lines were used: Hth74, C643, and Kat4.1.
The Hth74 and C643 cells were obtained from Dr. NilsErik Heldin (University of Uppsala, Sweden) [16] and the
Kat4.1 cells from Dr. K.B. Ain (University of Kentucky,
USA) [17]. Cells were grown in full growth medium
(FGM) as described previously [18] and for use in experiments FGM was changed to serum-starved conditions
(2 % FCS = DMEM-h21/Ham’s F12 1:1 (v/v) supplemented with 2 % FCS). Trypan blue exclusion was used to
assess cell viability.
Cell proliferation studies
ATC cells were plated in 96-well plates at a density of
1 9 104 cells/well in FGM. After 24 h, FGM was changed
to 2 % FCS, and cells were treated with MLN8054 (1 and
10 lM) or bortezomib (5 and 10 nM) alone or in combination for up to 144 h. After 24, 72, and 144 h, cell density
was determined by SRB-assay (OD 490 nm). Experiments
were repeated three times with triplicates each.
Cell cycle analysis
Cells (1 9 106 each) were seeded in 75 ml flasks and
grown at about 80 % confluence. Then FGM was changed
to 2 % FCS, and cells were incubated for 24 h with final
concentrations of MLN8054 (1 and 10 lM) and bortezomib (5 and 10 nM) alone or in combination. After that cells
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were harvested, stained with propidium iodide (PI)
(50 lg/ml PI, 200 lg/ml RNase) for 15 min, and analyzed
by flow cytometry (FACS) (BD LSRII cytometer, BD
Franklin Lakes, NJ). Data analysis was carried out using
FlowJo software (TreeStar Inc. Ashland, OR, USA).
Experiments were performed thrice.
Caspase-3 activity
Cells were plated into triplicate wells of 96-well plates
(1 3 104 cells/well) in FGM, switched to 2 % FCS after
24 h, and incubated with MLN8054 (1 and 10 lM) and
bortezomib (5 and 8 nM) alone or in combination for 24 h.
Then Caspase-3 activity was assessed using a luminescence-based Caspase assay (Caspase GloTM 3/7 Assay,
GloMax Multimode Reader, Promega, Mannheim,
Germany). Experiments were repeated three times.
VEGF secretion
Cells were plated in 12-well plates (1 3 105 cells/well) in
FGM. After 4 h, medium was changed to serum-starved
conditions overnight before the drugs were added in following concentrations: MLN8054 1 and 10 lM and bortezomib 5 and 10 nM alone and in combination. Incubations
were continued for 48 h. Then conditioned medium was
harvested, centrifuged (15,0003g, 15 min, 4 °C), and stored
at -80 °C until analyzed. VEGF protein concentrations
were quantified using a commercially available VEGF
ELISA (VEGF DuoSet, RnDSystems, Minneapolis, MA,
USA) as described elsewhere [18]. Experiments were repeated three times. The VEGF content per sample was calculated as cell number adjusted (pg VEGF/ml) according to the
standards used. The Hth74 cells were not included in this
experiment because lack of VEGF secretion under standard
culture conditions. As demonstrated elsewhere Hth74 cells
secrete VEGF only when stimulated with EGF [18].
Determination of drug–drug interactions
To determine the impact of combined treatment of
MLN8054 (1 and 10 lM) and bortezomib (5 and 10 nM)
on cell viability, Caspase-3 activity and VEGF secretion
the Bliss additivity model of drug–drug interactions [19]
was used. According to this model, the combined response
C for the effect of two single compounds A and B is
C = A ? B - (A 9 B), where each effect is expressed as
a fractional inhibition between 0 and 1. Then the fractional
product R (response of combined treatment as measured)/C
was calculated and according to the results interaction was
defined as follows: fractional product R/C [ 1 means Bliss
synergism, R/C = 1 Bliss additivity, and R/C \ 1 Bliss
antagonism [cf. Supplementary Material (SM)].

Statistical analysis
A linear model was used to test for a downward trend in the
response to increase concentrations of MLN8054 and
bortezomib in the individual cell lines. For combinations of
various concentrations of MLN8054 and bortezomib,
analysis of variance (ANOVA) was used to detect effects
from each of the substances and to investigate the possibility of an antagonistic/synergistic interaction in each cell
line in addition to the Bliss model.

Results
Tumor cell proliferation
As stated previously, mono-application of MLN8054 or
bortezomib leads to a significant dose-dependent decrease
of cell number depending on the sensitivity of the particular cell lines towards the two drugs [15, 19]. Concerning
MLN8054, Hth74 cells were found most sensitive followed
by Kat4.1 and C643 cells (IC50 MLN8054: 0.1, 1, and
[10 lM, respectively [15]), whereas C643 cells were
shown to be most sensitive to bortezomib followed by
Hth74 and Kat4.1 cells (IC50 bortezomib about 3, 5, and
12 nM respectively [20]).
Combined treatment with MLN8054 (1 and 10 lM) and
bortezomib (5 and 10 nM) resulted in a significant decrease
of cell numbers when compared to mono-application in the
majority of the experimental conditions (Table 1; Fig. 1).
To define synergies, the data were analyzed using the Bliss
additivity model. The results are described for each cell
line below and summarized in Table S1 (SM).
In the C643 cell line, combined treatment with
MLN8054 at 10 lM and bortezomib 5 nM decreased cell
numbers significantly (P B 0.001) to 7.3 ± 3.6 % compared to 62.8 ± 12.9 and 36.8 ± 19.5 % when MLN8054
respectively bortezomib were used alone (Table 1; Fig. 1).
Analyzing these data by the Bliss additivity model, a
synergistic effect [R/C = 1.200 (Table S1, SM)] can be
stated, whereas additive effects were proved for the other
drug combinations.
When the two drugs were used in final concentrations
near the IC50 values in Kat4.1 cells (MLN8054 1 lM and
bortezomib 10 nM), cell numbers decreased to 76.7 ±
21.4 % (MLN8054 1 lM, alone), 45.1 ± 5 % (bortezomib
10 nM, alone), and 27.1 ± 7.2 % (combined) (Table 1;
Fig. 1), which implies synergistic effects [R/C = 1.114,
Table S1 (SM)]. Synergistic effects were also found for
the other drug combinations, most pronounced at 1 lM
MLN8054 and 5 nM bortezomib [R/C = 1.423, Table S1
(SM)], which might be due to the higher sensitivity of Kat4.1
cell to MLN8054 compared to bortezomib.
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Table 1 Effect of combined treatment of MLN8054 and bortezomib on proliferation of different ATC cell lines

DMSO

C643

Hth74

Kat4.1
100 ± 27

100 ± 19

100 ± 18

MLN8054 1 lM

63 ± 10

22 ± 6

77 ± 21

Bortezomib 5 nM

36 ± 19

79 ± 18

101 ± 29

MLN8054 1 lM ? Bortezomib 5 nM

20 ± 8

20 ± 6

68 ± 17

MLN8054 1 lM

63 ± 10

22 ± 6

77 ± 21

Bortezomib 10 nM

6±3

3±3

45 ± 5

MLN8054 1 lM ? Bortezomib 10 nM

8±2

2±0

27 ± 7

MLN8054 10 lM

63 ± 13

20 ± 7

44 ± 10

Bortezomib 5 nM

36 ± 19

79 ± 18

101 ± 29

MLN8054 10 lM ? Bortezomib 5 nM
MLN8054 10 lM
Bortezomib 10 nM
MLN8054 10 lM ? Bortezomib 10 nM

7±4

22 ± 9

40 ± 14

63 ± 13
6±3

20 ± 7
3±3

44 ± 10
45 ± 5

9±3

1±2

17 ± 5

Effect of combined treatment of anaplastic thyroid cancer cells (C643, Hth74, and Kat4.1) with MLN8054 (1 and 10 lM) and bortezomib (5 and
10 nM) for 144 h
Data represent cell density as determined by SRB-assay and calculated as percentage compared to the untreated control (DMSO). Mean
value ± SD of two independent experiments with triplicates each are shown
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Fig. 1 Anaplastic thyroid cancer cells treated with MLN8045
(M) and bortezomib (B) at final concentration around the IC50
values
for
each
individual
cell
line
(C643
IC50:
MLN8054 * 10 lM, bortezomib * 3nM); Hth74 IC50: MLN8054
0.1 lM, bortezomib * 5 nM; Ka4.1 IC50: MLN8054 * 1 lM,

bortezomib 12 nM). After 144 h, cells were analyzed for cell density
by use of SRB-assay and cell density calculated as percentage
compared to the untreated control (DMSO). Data represent mean
value ± SD of two experiments with triplicates each

In Hth74 cells, MLN8054 at a final concentration of
1 lM already resulted in a significantly decreased cell
number (to about 21.7 ± 5.7 %), and no further decrease
was seen when MLN8054 at this concentration was used
together with bortezomib at 5 nM bortezomib
(20.2 ± 6.0 %) (Table 1; Fig. 1). For this drug combination as well as for the others, barely additive effects were
calculated [Table S1 (SM)]. This might be due to the high
sensitivity of Hth74 cells towards Aurora kinase inhibition
by MLN8054 (IC50 0.1 lM).
Taken together, it can be stated that combined treatment
with MLN8054 and bortezomib resulted in synergistic

effects on cell viability depending on the cell line (C643
and Kat4.1) and were most pronounced when concentrations near the IC50 value were employed.
Effects of combined treatment with MLN8054
and bortezomib on cell cycle progression
When cells were analyzed for DNA content by flow
cytometry, treatment with MLN8054 (1 lM) alone led to
an accumulation of about 43–46 % cells in G2/M compared to 13–15 % in control samples that was only slightly
enhanced by increased drug concentrations (Table 2).
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Cell cycle progression was less affected by bortezomib.
Here, final concentrations of 5 and 10 nM resulted in
accumulation of 16–21 %, respectively, 24–34 % cells in
G2/M (Table 2). No further enhancement of G2/M accumulation was observed after combined treatment (Table 2).
In contrast, the two drugs act partially antagonistic, especially at concentrations of bortezomib as high as 10 nM.
The increase of cells in G2/M was generally accompanied
by decreased cell numbers in G1-phase and to a minor
extent in S-phase of the cell cycle. The SubG1 fraction was
smaller than 1 % in C643 and Hth74 cell and about
2–2.5 % in Kat4.1 cell independently from the absence or
presence of the two drugs and no distinct a SubG1 peaks
were found.

synergistic effect, and additive or antagonizing effects were
seen at other combinations (Fig. 2; Table 3). In Kat4.1
cells, Caspase-3 activity was affected synergistically when
bortezomib at 5 nM was applied together with MLN8054
(1 and 10 lM), and antagonizing effects were found when
bortezomib at 10 nM was combined with MLN8054.
In conclusion, our data demonstrate that in ATC cells
proteasome inhibition by bortezomib is more effective in
inducing proapoptotic effects than Aurora kinase inhibition
by MLN8054 and combined treatment by the two drugs
rarely displayed synergistic interaction.

Effects of combined treatment with MLN8054
and bortezomib on Caspase-3 activity

Cell density adjusted VEGF secretion into the medium was
only minor affected by mono-application of MLN8054
(Fig. 3a). Bortezomib, however, caused a dose-dependent
decrease in C643 cells, whereas VEGF secretion remained
nearly constant in Kat4.1 (Fig. 3b). Surprisingly C643 cells
treated with 12.5 nM bortezomib seem to secrete more
VEGF than those treated with lower concentrations. This
might be caused by the release of intracellular stored
VEGF from cells affected severely by bortezomib. The
failure of bortezomib to affect VEGF secretion in Kat4.1
cells in the actual experimental set-up might be due to
comparatively less sensitivity toward proteasome inhibition
by bortezomib (Kat4.1 IC50 12 nM vs. IC50 2.6 nM for
C643 cells).
The results of a total of five experiments were summarized to determine the effect of combined treatment with
MLN8054 and bortezomib on VEGF secretion. In C643
cells, VEGF secretion decreased significantly (P B 0.5) to

To evaluate the effect of combined treatment on apoptosis
in ATC cells, Caspase-3 activity was determined as
described in ‘‘Methods’’. Following MLN8054 treatment (1
and 10 lM), Caspase-3 activity increased up to 2.7- and
2-fold in Hht74 and Kat4.1 cells, whereas in C643 cells
only minor changes were observed (Table 3). Monoapplication of bortezomib (5 and 10 nM) however
increased Caspase-3 activity significantly up to 14-fold
(Table 3). The effects achieved by co-incubation differed
depending on the cell line (Table 3). In C643 cells,
MLN8054 and bortezomib act synergistically when final
concentrations of 10 lM, respectively, 5 nM were used,
whereas other combinations resulted in additive or antagonizing effects (Table 3). In Hth74 cells, co-application of
bortezomib at 5 nM and MLN8054 at 1 lM resulted in a

Effects of combined treatment with MLN8054
and bortezomib on VEGF secretion

Table 2 Effect of combined treatment with MLN804 and bortezomib on cell cycle progression in ATC cell lines
DMSO

M 1 lM

M 10 lM

B 5 nM

B 10 nM

M 1 lM
B 5 nM

M 1 lM
B 10 nM

M 10 lM
B 5 nM

M 10 lM
B 10 nM

C643
G1

75 ± 0.6

42 ± 1.3

45 ± 1.3

61 ± 16

56.8 ± 16

49 ± 3.8

73 ± 3.7

49 ± 2.5

52 ± 4.3

G2

14 ± 1.5

43 ± 1.4

45 ± 1.6

21 ± 3.4

34.1 ± 2.3

42 ± 3.4

13 ± 2.9

43 ± 2.5

36 ± 0.5

S

10 ± 0.8

13 ± 0.7

9 ± 0.4

16 ± 4.6

7.8 ± 0.9

8 ± 0.6

12 ± 0.6

7 ± 0.6

10 ± 2.7

Hth74
G1

79 ± 2.5

47 ± 8.6

45 ± 10

78 ± 2.6

67.4 ± 4.9.

55 ± 17.6

67 ± 11.2

61 ± 11.9

67 ± 9.1

G2

13 ± 3.5

46 ± 9.5

44 ± 10

17 ± 2.9

25.0 ± 9.0

38 ± 13.7

30 ± 12.4

35 ± 12.1

27 ± 8.6

8 ± 1.2

6 ± 1.2

5 ± 0.7

4 ± 2.1

4.4 ± 0.5

5 ± 3.2

3 ± 0.7

3 ± 1.4

5 ± 0.5

S
Kat4.1
G1

46 ± 0.7

7 ± 0.0

10 ± 1.5

41 ± 6.0

43 ± 3.9

17 ± 5.8

20 ± 1.1

14 ± 2.4

20 ± 1.7

G2

15 ± 2.6

43 ± 6.9

47 ± 1.8

16 ± 1.9

24 ± 4.5

40 ± 4.0

41 ± 1.1

44 ± 0.4

44 ± 1.1

S

24 ± 2.3

22 ± 3.2

15 ± 2.1

32 ± 8.6

16 ± 1.0

20 ± 2.1

15 ± 0.9

16 ± 2.2

11 ± 0.8

Percentages of cells in G1, G2, and S were determined after exposure to MLN8054 (M) and bortezomib (B) at indicated concentrations for 24 h
as detailed in ‘‘Methods’’. Data represent mean value ± SD of three independent experiments
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Table 3 Effect of combined treatment with MLN8054 and bortezomib on Caspase-3 activity of different ATC cell lines
C643

Hth74

Kat4.1

Untreated control

1.0 ± 0.1

1.0 ± 0.1

1 lM MLN8054

1.0 ± 0.1

1.8 ± 0.4

1.5 ± 0.2***

5 nM Bortezomib

2.6 ± 0.2***

6.0 ± 2.8***

1.8 ± 0.5***

1 lM MLN8054 ? 5 nM Bortezomib

2.6 ± 0.2

6.8 ± 3.0

2.6 ± 0.9

1 lM MLN8054

1.0 ± 0.1

1.8 ± 0.4

10 nM Bortezomib

5.5 ± 1.4***

14.1 ± 5.2***

5.0 ± 2. ***

1 lM MLN8054 ? 10 nM Bortezomib

4.9 ± 1.1

11.4 ± 3.9

5.2 ± 1.8

10 lM MLN8054

1.1 ± 0.1

2.7 ± 0.8*

2.0 ± 0.4***

5 nM Bortezomib

2.6 ± 0.2***

6.0 ± 2.8***

1.8 ± 0.5**

5.4 ± 2.4*

2.7 ± 0.4

10 lM MLN8054 ? 5 nM Bortezomib

3.0 ± 0.2

10 lM MLN8054
10 nM Bortezomib

1.1 ± 0.1
5.5 ± 1.4***

10 lM MLN8054 ? 10 nM Bortezomib

5.0 ± 1.2

2.7 ± 0.8
14.1 ± 5.2***
9.8 ± 3.3*

1.0 ± 0.1

1.5 ± 0.2**

2.0 ± 0.4***
5.0 ± 2.1***
5.1 ± 1.4

Increase of Caspase-3 activity following MLN8054 and bortezomib treatment at indicated concentrations and as calculated by means of the raw
data, which were determined as detailed in ‘‘Methods’’. Documented data (x-fold change) represent mean value ± SD of three experiments with
triplicates each. * P B 0.05, ** P B 0.01, *** P B 0.001

***

***

20

x-fold increase caspase -3 activity

18
16
14

*

12
10

***

***
8

*

Table S2 (SM)] were found using the two drugs in concentrations near the IC50 value (MLN8054 1 lM; bortezomib 10 nM) in the Kat4.1 cell line. Here VEGF
secretion into the medium was reduced to 82.7 ± 41.9 %
compared to 91.1 ± 38.9 and 78.9 ± 40.5 % using
MLN5084 respectively bortezomib alone (Fig. 4b). Comparable results were found when MLN8054 (1 lM) was
used in combination with 20 nM bortezomib (data not
shown).
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*

4
2

B 10nM

M 10µM B 10nM

M 10µM

B 5nM

M 10µM B 5nM

M 10µM

M 1µM B 10nM

M 1µM

B 10nM

B 5nM

M 1µM B 5nM

M 1µM

untreated

0

Fig. 2 Effect of combined treatment with MLN8054 (M) (1 and
10 lM) and bortezomib (B) (5 and 10 nM) on Caspase-3 activity
exemplary documented for one ATC cell line (Hth74). Caspase-3
activity was determined after 24 h using a luminescence-based assay
as detailed in ‘‘Methods’’. Raw data were used to calculate the x-fold
increase of Caspase-3 activity compared to untreated controls. Data
represent mean ± SD of three independent experiments with triplicates each. *P B 0.05, ***P B 0.001

about 64.5 ± 24.7 % when MLN8054 at 10 lM was
applied together with bortezomib at 5 nM, suggesting
synergistic effects [R/C = 3.431, Table S2 (SM)]
(Fig. 4a). In contrast, antagonizing effects [R/C = 0.620,

ATC, which are generally unable to trap iodine and do not
respond to thyrotropin-suppressive therapy, exhibit an
extremely aggressive behavior and represent some of the
most lethal malignant diseases. This common failure of
established therapeutic strategies in ATC urgently mandates new options of treatment. Some of them, based on
new developed drugs, have successfully been evaluated in
preclinical settings [21]. Since only few of them entered
clinical trials including ATC patients, the results of
monotherapeutic drug application displayed somewhat
disappointing results [22]. Some studies, including our own
reports, demonstrated effective preclinical in vitro and in
vivo results for proteasome and Aurora kinase inhibitors
depending on the individual tumor biology of ATC cell
lines [12, 14, 15, 23]. However—until today—monotherapeutic dosage of new drugs with acceptable toxicity
generally failed to improve the clinical outcome of ATC.
Therefore, combined application of a proteasome and an
Aurora kinase inhibitor to ATC cells was evaluated to
possibly increase the individual antitumor effects, since
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Fig. 3 Effect of MLN8054
(a) and bortezomib (b) on
VEGF secretion of ATC cell
lines C643 and Kat4.1. Cells
were incubated for 48 h with
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bortezomib (B) at indicated
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by ELISA and adjusted to
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targeting the mitotic process on one hand and supporting
the programmed cell death on the other to achieve a synergistic antitumorigenic result seemed promising to us.
The results of mono-application of the drugs confirmed
our own and other previous reports [10, 15, 20, 24].
Combined therapy resulted in a further decrease of cell
viability as demonstrated for the three ATC cell lines used
in this study (Fig. 1; Table 1). Depending on the cell line
and drug-combination synergistic and/or antagonizing
effects were calculated. The synergistic effects were pronounced when the drugs were used at final concentrations
appropriate to the individual IC50 values of each drug,
which were reported elsewhere [15, 20].
So far, no other reports exist concerning combined
application of MLN8054 and bortezomib to ATC cell lines.
However, for a human plasma cell leukemia cell line
(OPM1), a synergistic antiproliferative effect was demonstrated by combining an Aurora kinase inhibitor
(MLN8237) and bortezomib [25]. A phase I/II study has
recently been initiated to investigate the combined action
of Aurora kinase inhibition and bortezomib in relapsed or
refractory MM. Synergistic effects on cell viability were
also shown for MM cells using the pan-Aurora kinase
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inhibitor VE465 and bortezomib [26], but to the best of our
knowledge, no reports exist concerning the combined
treatment with MLN8054 or MLN8237 and bortezomib in
solid tumors.
When effects exerted on cell cycle progression were
analyzed by FACS, an accumulation of cells in the G2/M
phase caused by Aurora kinase inhibition was seen
(Table 2). This has already been reported for thyroid cancer cell lines [15] and other solid tumors like prostate and
colon carcinoma [24]. Although bortezomib itself was
reported to induce G2/M arrest in myeloma as well as solid
tumor cells including thyroid cancer [20, 27, 28], combined
Aurora kinase and proteasome inhibition did not result in
additional cell accumulation in the G2/M phase. In contrast, it exerts antagonistic effects especially when bortezomib was used in concentrations of 10 nM. Similar
results were obtained when bortezomib was used in combination with docetaxel or taxol in breast and prostate
respective breast cancer cells [29, 30]. Here the antagonizing effect of bortezomib was accompanied by downregulation of Cdk1, which was reported to be a distinct
feature of bortezomib action earlier [31]. Cdk1 itself promotes G2/M transition and enables cells entry into mitosis.

Endocrine

Therefore, the bortezomib-mediated Cdk1 inhibition was
supposed to explain the antagonistic effect on G2/M
accumulation exerted by bortezomib [29]. Aurora kinases,
involved either in the spindle checkpoint control (Aurora
A) or acting as chromosomal passenger proteins (Aurora
B), act downstream of Cdk1. Inhibition of these mitotic
kinases interferes with cell cycle progression and results in
mitotic delay, polyploidy and multinucleation as well as
accumulation in a pseudo G1 state depending on the drug
used [32]. MLN8054, known to inhibit Aurora A selectively over Aurora B, was documented to induce defects in
the mitotic spindle assembly followed by a transient spindle checkpoint-dependent mitotic arrest, apparent as G2/M
arrest [33]. Since this happens also as downstream of Cdk1,
it might be possible that bortezomib counteracts MLN8054
action similarly to the studies mentioned above.
In this study, mono-application of MLN8054 and bortezomib to ATC cell lines confirmed our previous investigations concerning proapoptotic effects [15, 20], and
bortezomib seems to be more potent in induction of
apoptosis than MLN8054. Combined treatment, however,
enhanced the proapoptotic effects as shown by measurement of Caspase-3 activity. The effets varied depending on
the experimental condition and cell line and were found to
be barely additive or slightly synergistic (Table 3). This is
in line with recently published data using an Aurora kinase
inhibitor (MLN8237) and bortezomib in combination for
the treatment of MM cells [25]. In this study, dephosphorylation of Chk1, leading to mitotic progression (G2/M
transition) mediated by Cdk1 activation, and further
induction of p53, p27, and p21, indicating changes in
the p53 pathway, following MLN8237 treatment, were
supposed to be responsible for the enhancement of apoptosis caused by combined treatment with bortezomib.
MLN8054, a precursor-molecule of MLN8237, was
reported to affect apoptosis by regulating different proteins
including p53, p21, and Bax [33, 34]. Therefore, similar
mechanisms may account for the observations made in our
study, but again this has to be clarified in further studies.
VEGF secretion is a common feature of thyroid cancer
cells and several approaches have been made to influence the
growth of thyroid cancers using anti-VEGF strategies, primarily by use of monoclonal antibodies (Bevacizumab,
AvastinÒ) and tyrosine kinase inhibitors (TKI) like ZD6474
(ZactimaÒ) and Sorafenib (NexavarÒ) for example. Various
extracellular receptors and intracellular pathways are
involved in the regulation of the VEGF, which promotes
angiogenesis. Recently, it has been shown that VEGF
expression is also stimulated by NFkB-activity [35, 36].
Moreover, it has been shown that bortezomib is competent to
inhibit VEGF gene expression and VEGF secretion in
endothelial and cancer cells [31, 37–40]. Antiangiogenic
effects of bortezomib were further confirmed in vivo

[31, 41–43]. In our study, bortezomib-mediated VEGF-supressive effects were documented for the first time for two
ATC cell lines. This effect differed relevant according to the
overall sensitivity of the cell lines towards bortezomib
(Fig. 3b). Aurora kinase inhibition by MLN8054 on the other
hand failed to affect VEGF secretion, confirming the results
of a study on the cervical cancer cell line SiHa in which
ZM447439 was used as inhibitor [44]. Since we demonstrated a decrease in tumor vascularity by Aurora kinase
inhibition in ATC xenotransplants before, this must be due to
other mechanisms of antiangiogenesis that have to be elucidated by additional analysis [15]. Surprisingly in C643
cells, shown to be very sensitive to bortezomib application
elsewhere [20], combined treatment with bortezomib and
MLN8054 seems to act synergistically on VEGF secretion,
implicating additional mechanisms of VEGF regulation by
combined drug action.
In summary, combined therapy of ATC cells by use of
two drugs targeting different central cellular functions,
namely, cell cycle and cell survival, resulted in additional
antitumoral effects in most of the experimental conditions.
However, depending on the individual cell line, even
antagonistic effects—for example regarding cell accumulation in the G2/M phase—were observed. Nevertheless, an
additional tumor-cell targeting action by combined proteasome and Aurora kinase inhibition can be confirmed for
ATC cells in vitro that has to be approved in more complex
systems like tumor xenotransplantation models to gain
suitable data before a possible clinical application. Based
on these results, it can be hypothesized, that the effectivity
of combined targeting of the proteasome and Aurora
kinases strongly depends on the individual sensitivity of
tumor cells.
Acknowledgments This study was supported by a grant of the
Wilhelm Sander Foundation.
Conflict of interest
of interest.

The authors declare that they have no conflict

Ethical standards The authors declare that the experiments comply
with the current laws of the country in which they were performed.

References
1. B.H. Lang, C.Y. Lo, Surgical options in undifferentiated thyroid
carcinoma. World J. Surg. 31(5), 969–977 (2007)
2. B. Aschebrook-Kilfoy, M.H. Ward, M.M. Sabra, S.S. Devesa,
Thyroid cancer incidence patterns in the United States by histologic type, 1992–2006. Thyroid 21(2), 125–134 (2011)
3. R.C. Smallridge, L.A. Marlow, J.A. Copland, Anaplastic thyroid
cancer: molecular pathogenesis and emerging therapies. Endocr.
Relat. Cancer 16(1), 17–44 (2009)
4. J.A. Woyach, M.H. Shah, New therapeutic advances in the
management of progressive thyroid cancer. Endocr. Relat. Cancer
16(3), 715–731 (2009)

Endocrine
5. H.T. Ha, J.S. Lee, S. Urba, R.J. Koenig, J. Sisson, T. Giordano,
F.P. Worden, A phase II study of imatinib in patients with
advanced anaplastic thyroid cancer. Thyroid 20(9), 975–980
(2010)
6. C.J. Mooney, G. Nagaiah, P. Fu, J.K. Wasman, M.M. Cooney, P.S.
Savvides, J.A. Bokar, A. Dowlati, D. Wang, S.S. Agarwala, S.M.
Flick, P.H. Hartman, J.D. Ortiz, P.N. Lavertu, S.C. Remick, A phase
II trial of fosbretabulin in advanced anaplastic thyroid carcinoma and
correlation of baseline serum-soluble intracellular adhesion molecule-1 with outcome. Thyroid 19(3), 233–240 (2009)
7. M.M. Cooney, J. Ortiz, R.M. Bukowski, S.C. Remick, Novel
vascular targeting/disrupting agents: combretastatin A4 phosphate and related compounds. Curr. Oncol. Rep. 7(2), 90–95
(2005)
8. W.K. Wu, C.H. Cho, C.W. Lee, K. Wu, D. Fan, J. Yu, J.J. Sung,
Proteasome inhibition: a new therapeutic strategy to cancer
treatment. Cancer Lett. 293(1), 15–22 (2010)
9. H. Einsele, Bortezomib. Recent Results Cancer Res. 184,
173–187 (2010)
10. C.S. Mitsiades, D. McMillin, V. Kotoula, V. Poulaki, C.
McMullan, J. Negri, G. Fanourakis, S. Tseleni-Balafouta, K.B.
Ain, N. Mitsiades, Antitumor effects of the proteasome inhibitor
bortezomib in medullary and anaplastic thyroid carcinoma cells
in vitro. J. Clin. Endocrinol. Metab. 91(10), 4013–4021 (2006)
11. C. Conticello, L. Adamo, R. Giuffrida, L. Vicari, A. Zeuner, A.
Eramo, G. Anastasi, L. Memeo, D. Giuffrida, G. Iannolo, M.
Gulisano, R. De Maria, Proteasome inhibitors synergize with
tumor necrosis factor-related apoptosis-induced ligand to induce
anaplastic thyroid carcinoma cell death. J. Clin. Endocrinol.
Metab. 92(5), 1938–1942 (2007)
12. F. Stenner, H. Liewen, M. Zweifel, A. Weber, J. Tchinda, B.
Bode, P. Samaras, S. Bauer, A. Knuth, C. Renner, Targeted
therapeutic approach for an anaplastic thyroid cancer in vitro and
in vivo. Cancer Sci. 99(9), 1847–1852 (2008)
13. R. Sorrentino, S. Libertini, P.L. Pallante, G. Troncone, L. Palombini, V. Bavetsias, D. Spalletti-Cernia, P. Laccetti, S. Linardopoulos, P. Chieffi, A. Fusco, G. Portella, Aurora B
overexpression associates with the thyroid carcinoma undifferentiated phenotype and is required for thyroid carcinoma cell
proliferation. J. Clin. Endocrinol. Metab. 90, 928–935 (2005)
14. Y. Arlot-Bonnemains, E. Baldini, B. Martin, J.G. Delcros, M.
Toller, F. Curcio, F.S. Ambesi-Impiombato, M. D’Armiento, S.
Ulisse, Effects of the Aurora kinase inhibitor VX-680 on anaplastic thyroid cancer-derived cell lines. Endocr. Relat. Cancer
15, 559–568 (2008)
15. A. Wunderlich, M. Fischer, T. Schlosshauer, A. Ramaswamy,
B.H. Greene, C. Brendel, D. Doll, D. Bartsch, S. Hoffmann,
Evaluation of Aurora kinase inhibition as a new therapeutic
strategy in anaplastic and poorly differentiated follicular thyroid
cancer. Cancer Sci. 102(4), 746–756 (2011)
16. N.E. Heldin, B. Westermark, The molecular biology of
the human anaplastic thyroid carcinoma cell. Thyroidology 3,
127–131 (1991)
17. K.B. Ain, S. Tofiq, K.D. Taylor, Antineoplastic activity of taxol
against human anaplastic thyroid carcinoma cell lines in vitro and
in vivo. J. Clin. Endocrinol. Metab. 81, 3650–3653 (1999)
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